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Acinetobacter baumannii is a gram-negative opportunistic pathogen that is commonly associated with
life threatening nosocomial infections particularly in critical care settings(1). Their ability to colonise
hospital environments, including dry surfaces, and human skin for extended periods of time, to
develop or acquire resistance to multiple classes of antibiotics including carbapenems (last resort
antibiotics), and intrinsic resistance to desiccation and disinfectants, has contributed to their success
in causing nosocomial outbreaks(2). As a result, infections are associated with increased healthcare
costs, high morbidity, and mortality.
Little is known about the transmission and mechanism of carbapenem resistance in A. baumannii (CRAb) in Fiji. Here, we sought to investigate the phylogenetic relatedness of 35 nonduplicate CR-Ab
strains isolated from the intensive care unit (ICU) at the Colonial War Memorial Hospital (CWMH) in
Fiji in 2019. Using whole genome sequencing (WGS) and Nullarbor bioinformatics pipeline, we
confirmed a prolonged outbreak of nosocomial infection associated with international high risk clone
CR-Ab (ST2) within the adult ICU. All the CR-Ab (ST2) demonstrated minimal genetic diversification
between isolates with ≤11 single nucleotide polymorphisms (SNPs) differences in their core genome.
This is the first time that the CR-Ab (ST2) outbreak has been reported from any adult ICU within Fiji
hospitals. Furthermore, we found that these CR-Ab (ST2) strains harboured a wide range of resistance
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genes, with carbapenem resistance being predominantly mediated by carbapenem-hydrolysing class
D β-lactamases encoded by blaOXA-23, blaOXA-66 and blaOXA-69 genes. We also demonstrated that
these ST2 strains shared a common ancestral linkage to the CR-Ab (ST2) isolated from the neonatal
ICU outbreak at CWMH in the 2017.
These findings underscore the need for extra infection prevention and control precautions and
antimicrobial stewardship practices to prevent the spread of antibiotic resistant infections.
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Sakiusa is from Fiji. He is currently undertaking his PhD in Microbiology, funded by the University of
Otago Pacific Doctoral scholarship. His research is focused on the use of molecular epidemiology to
track transmission pathways of carbapenem resistant gram-negative pathogens in Fiji.
This research work was funded by Otago Global Health Institute.
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Instructions for attendees
You will need Internet access as well as speakers on your computer. Each Global Health Bytes
webinar will be approximately ½ hour in duration.

1. To join a webinar:
Click on the Zoom link from PC, Mac, iOS or Android:
https://otago.zoom.us/j/486443663?pwd=WGgyUkEyQm13djlPRDRhWFVmWUZZUT09</h4>
Password: 303183
The guest speaker will present their talk, and you will be able to ask questions using the Chat
function in Zoom. The speaker will respond to questions either verbally, or using Chat. Please note this is a webinar and you will not be able to turn your video or microphone on, you are welcome to
send questions and chat messages instead.

2. Using the Chat
1. Attendees will ask questions using the Chat function. In your controls at the bottom window,
click Chat.
The Chat window will open on the right side of your screen if you are not in full screen mode. If you
are full screen mode, it will open in a window that you can move around your screen. Chat will be in
the controls at the bottom of your screen.
3. Type your message and press Enter to send it.
4. You can also select who you would like to send the message to by clicking on the drop down
next to:
o

When you receive a Chat message, you will receive a notification at the bottom of your
screen if you do not currently have the Chat window open.

The meeting will be recorded and available through OGHI (web and Facebook links will be
posted). It will be part of an archive of meetings which can be accessed via the web. By
participating in the OGHI Global Health Bytes, you agree to the webinar being recorded and
available online.

For any questions or help with Zoom, please contact eConferencing on econferencing@otago.ac.nz
or call +64 3 479 8440 during normal work hours (8:30am – 5:00pm NZ time)
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